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Aims
© Quantify oilseed rape geneflow on
a regional scale

© Understand mechanisms to allow better

prediction ,
O Provide good advice to regulators,

government, the public and the scientific

community

Use of male
as efficient i

100
90

80

@ spring OSR - yr 1
fertiised 6o  winter OSR - yr 2
A spring OSR - yr 2

70
% ovules

50
40
30
20

10

0 1000 2000 3000 4000 5000

Distance from nearest field (m)

Scottish Crop
Research Institute

Verification

a.npth

b. thioesterase

T cassR (1420)
"

. l.-

]

! Bee pollen 'Seedhng\eaves'
Gene flow can be verified
using herbicide tolerance or
PCR tests

Process

Calibra

Bees are a major pollen

© Male sterile plants are a
sensitive means of
detecting gene flow

vector
Wandering from crop to
crop in one trip

/

© They overestimate gene Q
flow by removing ,—(3?‘ -
competition from local
pollen

Using herbicide tolerance as a
marker, the above data can be
calibrated

© 10-fold reduction to small
patches of normally-fertile
OSR

© Further 10-fold reduction
if patches are scaled up
to large plots

Factors influen
and patterns of

© Relative area and proximity of pollen sources and
recipients

Male fertility of recipient varieties

Types and populations of insect pollinator
Density of fields and effect on pollinator ranges
Weather
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Non-GM herbicide tolerant crop

Normal spring OSR crops @
/OSHR field with some late flowers
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© Switching between trips
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Nest-mate mixing
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© Geneflow occurs over large areas
© Landscape scale processes require new approaches

© Broad predictions are possible once main
vectors are understood
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